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Legend:
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Statistiques
General: 
#gentotype:8 
#peaks:1 
#sinks:1 

Amount of Epistasis: 
r/s:0.465 
gamma:0.684 
gamma*:1.000 

Type of Epistasis: 
none:0.000 
magnitude:1.000 
sign:0.000 
recipr. sign:0.000 

Chains: 
chains:1 
steps:3 
origins:3 
max_depth:1 

Adaptive Walks: 
mean no. Steps:1.714286.2 
mean reachibility:2.714286.2 
mean no. fitter genotypes:4.000000.2 

Optima: 
optimum:1 mean; absorb; probability:1.000000.2 

Fourier Decomposition: 
Order Fraction 
1 0.813183 
2 0.186505 
3 0.000312 
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Statistiques
General: 
#gentotype:8 
#peaks:1 
#sinks:1 

Amount of Epistasis: 
r/s:0.465 
gamma:0.684 
gamma*:1.000 

Type of Epistasis: 
none:0.000 
magnitude:1.000 
sign:0.000 
recipr. sign:0.000 

Chains: 
chains:1 
steps:3 
origins:3 
max_depth:1 

Adaptive Walks: 
mean no. Steps:1.714286.2 
mean reachibility:2.714286.2 
mean no. fitter genotypes:4.000000.2 

Optima: 
optimum:1 mean; absorb; probability:1.000000.2 

Fourier Decomposition: 
Order Fraction 
1 0.813183 
2 0.186505 
3 0.000312 
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Legend:

Genotype SinkPeak

gain
loss
neutral (1.0)

Statistiques
General: 
#gentotype:8 
#peaks:1 
#sinks:1 

Amount of Epistasis: 
r/s:0.512 
gamma:0.646 
gamma*:1.000 

Type of Epistasis: 
none:0.000 
magnitude:1.000 
sign:0.000 
recipr. sign:0.000 

Chains: 
chains:1 
steps:3 
origins:3 
max_depth:1 

Adaptive Walks: 
mean no. Steps:1.714286.2 
mean reachibility:2.714286.2 
mean no. fitter genotypes:3.857143.2 

Optima: 
optimum:1 mean; absorb; probability:1.000000.2 

Fourier Decomposition: 
Order Fraction 
1 0.785486 
2 0.214260 
3 0.000255 
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